TIME

8.30
CHAIR
8.30-9.10
9.10-9.50
9.50-10.00

10.00-11.00

11.00

11.00-11.30
11.30-11.50
11.50-12.00
12.00-12.10
12.10-12.20

12.20-12.30
12.30
12.30

2.00

2.00-2.30
2.30-2.50
2.50-3.00
3.00-3.10
3.10-3.20
3.20-3.30

3.30

3.30

Leroy Hood

Steve Pennington

Ben Davis

Pauline Rudd

Sunday

Opening Plenary

Systems Medicine, Big Data and Scientific Wellness: Transforming Healthcare—A Personal View

Monday

Plenary

Sugars and Proteins: Towards a Synthetic Biology

Deciphering the glycoproteome: a small step towards understanding the complexity of biological systems

Cell

Keynote  Angus Lamond

ular Proteomics

Remodeling of Proteome Expression and Turnover
during Cell Transformation

Proteomic exploration of the scope, dynamics, and

Chuna CHOUEAIY 1 chiometry ofysine acetyation

Keynote  Paola picotti

Tami Geiger

‘Studying protein structural changes on a proteome-

wide scalein health and disease

Microvesicle-based identification of cancer
blomarkers for early detection of ovarian cancer

Coffee Break
Exhibition, Networking and Poster Viewing

Drug & Biophar ical Pr

Keynote

Keynote

Rainer Cramer

Joshua Laaer

Don Hunt

Aran Paulus.

John Yates

Hans Wessels

Cellfree methods for producing protein microarrays

Instrumentation and Methods for the dentification
‘and Sequence Analysis of Intact Proteins on a
Chromatographic Timescale

puise Azidohomoalanine (AHA) Labeling in Mammals
(PALM) analyss forglobal analysis of n
proteins in animal madels ofdisease:

‘Comprehensive glycopeptide profing in blood plasa for
cinical applications

Keynote

Keynote

hod

Akllesh Pandey dependent biotinylation approachs Keynote  Daniel Chan  Clinica Proteormics: My adventures in wonderland Keynote

Ben Collins

y & Bioinformatics Disease & Clinical Proteomics Precision & Personalised Proteomics Human Proteome Project

Improved sensitity and lrudﬁmv of e

interactomics

‘Quantitative nteraction proteornics:Insghts into D Allmmdcnnwl«mm andscape of FrankSchmigy Proteomics and |mmunwmmlammm posiive
biological systems. se-type gastric cancer Bacteria i h

Lunch Break and Sponsor Lunchtime Workshops

Rob Moritz

Larry Gold

Henry Rodriguez chair Jennifer Van Eyk

Towards a blood-based diagnostic biomarker panel

Quantitative Proteormics in a wellness and disease Prospective from Taiwan Cancer Moonshot to.
Needs for bipolar disorder”

Keynote  Yu-Ju Chen

seune Address Unmet Clinical Keynote ‘Sabine Bahn

mu\ ...a Biological Insights Derived from L D e T

Dachee Huwang _Proteogenomic analysis of iffuse gastric cancers. JohnSemmes e

Coffee Break

e B




430 EXNIDITION, NETWOrKINg ana roster viewing

4.30 Plenary
CHAIR  Susan Weintraub
4.30-5.10 Albert Heck Probing biopharmaceutical proteins and protein assemblies by hybrid mass spectrometry approaches
5.10-5.30

Tuesday

8.30 Plenary
CHAIR  Mark Baker
8.30-9.10 Ruedi Aebersold The Proteome is Context
9.10-9.50 Matthias Uhlen The Human Protein Atlas - implications for human biology, drug development and precision medicine
9.50-10.00
10.00-11.00 Coffee Break

Exhibition, Networking and Poster Viewing

woo CEEEEETIEEE EENETETTEETTEEEE T TN

chair Matthias Mann chaic Ben Collina chaic Roz enkins chaic Olver Fitzgerald Chaic Robert 0'Canor chaic Jochen Schwen Or Etlenne Caron
Chemical Proteomics Reveals the Target Space of Immuncassays i Multplex for Bomarker Discovery William Bridging the Gap n Oncology Diagnostis: Converting.
11.00-11.30 Keynote  Kathryn Lilley  What controls the three dimensional proteome? Keynote  Bermhard Kuster (TR T0 e e Keynote  Thomasjoos UL Keynote  Vinod Chandran Psoriatic arthrits through the omics lens Kot her ‘Omic ata nto Clinically Relevant Acsays

Tissue and plasma proteomics allows early stage
Mark Baker  colorectal cancer detection/stratification that
improves patient outcome

Standardizing M ﬂDmlu (P DCYEES
Qualfication/Quantifcat

Development of alarge scale integrated platform for

TMT-based proteomic analysis denties novel vial
11.30-1150 et paitehner SO Invted  Pedro Cutlas  Systems Bology ofOncogenic inase Signaling invited  Andrew percy TonyWhaon Deseloamentos e sl ey

11.50-12.00
12.00-12.10
12.10-12.20
12.20-12.30
12.30
1230
Lunch Break and Sponsor Lunchtime Workshops
2.00
200 cemesns  owsess  esedsewem Chklesktmosakonen L eesommmems
Chair ‘Sara Zanivan Chair Pauline Rudd Chair Rainer Cramer Chair Chris Kinsinger Chair John Timms. Chair Hui Zhang Or Nicki Parker
200230 Kenotw  owidimes oo peverkvsne Keynote  Hanno Langen  How Proteomics mpacts rjets n Pharma e Kemate Kot Rodana  TOROSomi n forConcer iy, - Eﬁ:;’;gfg:;;:‘;:;;m‘;:;m
2.30-2.50  Invted lesperOisen ;:ﬂzm“’*“"““"m”f . Chiisine Vogel The ups and downs of rotein expressio regulation BingZhang  Democratzing Cancer Proteogenomic Data Inited  Andrea rkani  PePecives ofproteanics naborstony medicne
2.50-3.00
3.00-3.10
3.10-3.20
3.20-3.30
330 Coffee Break
230 Exhibition, Networking and Poster Viewing
4.30 Plenary

CHAIR Emma Lundberg
4.30-5.10 Matthias Mann Proteomics for signaling and clinical studies



5.10-5.30

8.30
CHAIR
8.30-9.10
9.10-9.50
9.50-10.00

10.00-11.00

11.00

11.00-11.30
11.30-11.50
11.50-12.00
12.00-12.10
12.10-12.20
12.20-12.30

12.30

2.00
2.00

2.00-2.30
2.30-2.50
2.50-3.00
3.00-3.10
3.10-3.20

3.20-3.30

3.30
4.00

4.00
CHAIR

4.00-4.40
4.45-6.00

Mike Snyder

Jenny van Eyk
Henry Rodriguez

Keynote  Ron Hay.

Tiziana Bonaldi

Remodeling of the SUMO proteome in response to
proteotonic stress.

Novelroles of PRMIT-mediated protein-methylation
in DNA damage response and miRNA biogenesis
revealed by Ms-proteomics.

o angen
nitoring Kne mini in ‘Subcellular proteomics and friends; finding lipid raft-
o sores SePeces Nonkornguing Qe Fucnune foowdemiing fon anls st e s of Wil Il depndent A g et et
‘exosome microRNA cargo selection.
Veronigue ‘Serum N-glycome - a biomarker for ovarian cancer Ving Jiang. pr T R SR oo e e oot ‘explore the pro-invasive

Blanchard  diagnosis

Wednesday

Plenary

Changing the course and impact of chronic disease: personalizing medicine
Omics Convergence in Cancer Research: Advances in Precision Medicine

Coffee Break
Exhibition, Networking and Poster Viewing

crosstalk between stromal and cancer cels

Lunch Break and Sponsor Lunchtime Workshops

Matthias Mann

Keynote  Michael Yffe

Rob Moritz

The Proteomics ofProtein Kinase Signaling

\mumd Analyses of Epigenetic Complexes and

Atul Butte

chair

Keynote

Chtistoph Borchers

Translating Ms Protein Assays ino the Clnic:

Chair Subhra Chakraborty Chair Juri Rappsilber
Emoke We are not alone: The roles of farm animal Chrisoph  Adream: Erom a protein's sequence o ts structure -
KOOt gendixen  proteomes for human health. KO Borchers  modern sructural roteomics techniques
mmonoproteom N Unbiased enrichment o the phosphoproteome gives
David Gaodler [mmneBroteoTlcspereaches o host athoge Claire fyers  unprecedented insight into novel human signalling

Clinical MS Protein Tests

‘mechanisms through pHs, pASp, Lys, PATE

Coffee Break

Closing Plenary

_ o —

Integrated ‘omics and ther role in personalized

Keynote  AlainVan Gool L in the future

Integrated omics for tissue-based mapping o the.
human proteome

Invited  Cela Lindskog.

Keynote  MikeSnyder  Managing Health and Disease Using Big Data

Invited Juri Rappsiber  Proteoics, Embracing The Chaos

Translating a Trillion Points of Data into Therapies, Diagnostics, and New Insights into Disease

Thank You for Attending and Safe Home



